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In the title molecule, C 23 H 21 NO, the piperidine ring adopts a chair conformation, with the N and carbonyl C atoms as flaps, which deviate on either side of the chair by À0.706 (3) and 0.494 (3) Å , respectively. All three phenyl rings are in equatorial positions on the piperidine ring, making angles with the puckering plane of 73.5 (1), 73.1 (1) and 67.2 (1) . Though there is no classical hydrogen bonding, the crystal is stabilized by intermolecular C-HÁ Á Á contacts andstacking interactions involving phenyl rings [centroidcentroid distance = 4.424 (2) Å ].
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The configuration and conformation of the title compound, (I), and the atom numbering scheme are shown in the ORTEP drawing ( Fig. 1) . The packing diagram of the title compound is show in Fig. 2 . The piperidine ring adopts a chair conformation, with the atoms C1, C2, C4 and C5 in a plane, whereas N1 and C3 deviate by -0.706 (3) and 0.494 (3) Å on either side of this plane. The O1 atom is deviated much from the plane with 1.202 (4) Å. The phenyl rings are planar, with the r.m.s. deviation of 0.0030 Å for ring P1 (C11···C16), 0.0038 Å for ring P2 (C21···C26) and 0.0052 Å for ring P3 (C31···C36). The phenyl rings P1, P2 and P3 make dihedral angles with the piperidine plane, constituted by C1, C2, C4 and C5, of 86.9 (9), 81.9 (9) and 85.5 (8)°, respectively. According to the Cremer & Pople (1975) .5 (1), 73.1 (1) and 67.2 (1)°, respectively. The O1 atom is also in equatorial position to the piperdine puckering plane with an angle of 70.5 (1)°. The torsion angles H1-C1-C2-H2A of -173.4 (2)° and H4-C4-C5-H5 of 176.5 (2)°s how that the diaxial (anti) relationship of the former (6.6°) is deviated much than the later (3.5°) from the ideal value of 180°. The dihedral angles between phenyl rings P1 and P2, P2 and P3 & P3 and P1 are found to be 53.9 (9), 52.1 (8) and 7.6 (2)°, respectively. The C3 atom of the piperdine ring gives short contacts with the O1 atoms of different asymmetric units as C3···O1 (-x + 1, + y -1/2, -z + 1/2) (3.010 (3) Å) and C3···O1 (-x + 1, + y + 1/2, -z + 1/2) (3.171 (3) Å).
The crystal structure is stabilized through C-H···π and π-π interactions. Two intermolecular C-H···π interactions are observed in the crystal structure with the distances of 4.111 (4) and 4.120 (3) Å to the centroids of the phenyl rings P2 and P3 respectively (Table 1 ; Cg(2) is centroid of phenyl ring C21···C26 and Cg(3) is centroid of phenyl ring C31···C36). π-π stacking interactions are observed as intra and intermolecular contacts. As an intramolecular π-π stacking, phenyls rings P2 and P3 are stacked with the centroid to centroid separation of 4.504 (2) Å. Further, the phenyl rings P1 are stacked almost parallel and involved in the π-π interactions around an inversion center (1 -x, 1 -y, -z) with a centroid to centroid separation of 4.424 (2) Å. supplementary materials sup-2 Experimental Ammonium acetate (0.475 g, 0.0075 mol) was dissolved in ethanol (3 ml) by heating. Benzaldehyde (1.59 g, 0.015 mol) and phenylacetone (1 g, 0.0075 mol) were added to this solution and the mixture heated until the color of the solution changed to yellow. The solution was kept at room temperature for 2-3 days. The solid precipitated was filtered off, washed with ethanol and recrystallized from ethanol and ethyl acetate. The pure compound was obtained in 61% yield.
Refinement
All C-bonded H atoms were fixed using geometrical constraints and their positions and thermal parameters were refined isotropically riding on the carrier atom. Amine H atom (H1A) was found in a difference map and refined freely. All nonhydrogen atoms are located and refined anisotropically. Fig. 1 . The molecular structure of title compound with atom numbering scheme and 50% probability displacement ellipsoids (Sheldrick, 2008) . (Sheldrick, 2008 
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